Shown below are the kinetic parameters used to build the computational models of the glutaredoxin system described in the accompanying paper. The full details of the kinetic model of the E. coli glutaredoxin system may be found in [1] . The kinetic models of the yeast glutaredoxin system were based on data presented by Li et al. [2] and the parameters and concentrations used in these models are shown in Table S1 . PySCeS and SBML versions of the models are also included in the Supplementary Information. 
